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Exploration on the Construction of Genomics Courses in Agricultural Colleges and Universities
LI Yang, YAO Wen, SONG Song

Abstract: Born in the human genome project at the end of the 20th century, genomics covers a wide range of top-
ics. As an important part of genomics, genome sequencing and interpretation is of great significance to understand-
ing the entire life sciences. With the rapid development of sequencing technology, the importance of genomics in
the field of biological research has become increasingly prominent. In order to make the students of agricultural
colleges and universities contact the forefront of life science research in time and cultivate their thinking and inno-
vation ability of life science research, according to the characteristics of genomics courses, the two aspects of
teaching content and teaching methods are discussed and summarized, in order to provide the basis for improve-
ing the teaching quality of genomics, and strengthening the curriculum construction of genomics.

Key words: agricultural colleges and universities; genomics; teaching content; teaching methods; curriculum ex-

ploration
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